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Supplementary Figure 1: Predicted probabilities of 16 amino acids across possible ranges
of RSA and gene expression

Probabilities for each amino acid were calculated from the estimated RSA and gene
expression coefficients (see Table 5). The horizontal axis covers the possible range
of RSA and the vertical axis is for gene expression. Red regions indicate relatively
high probabilities, while blue regions show low probabilities. The 16 amino acids
depicted here are those that were not depicted in Figure 3.
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